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Introduction 
 

Deliverable 1.3 presents the main activities and events organised during the period 
September 2019 – August 2020, which covers the second year of the project. The activities 
include the annual review meeting of the project, a training visit of University of Cyprus 
(UCY) students to the Natural History Museum (NHM) in the UK, a staff exchange visit 
between UCY and NHM, the organisation of an International workshop on metagenetics 
in Cyprus, the organization of an international symposium on Genomic Observatories in 
Cyprus and the organisation of an online working group on Ecological-Evolutionary 
synthesis. In addition to these activities, statistics on the project’s online presence in social 
media are summarised and the publications and pieces of software generated during the 
second year of the project are listed. 
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Task 1.1: Annual Review Meeting 
 

Dates: 9th -10th of November 2019 

Location: University of Cyprus (UCY), Aglantzia, Nicosia, Cyprus 

Participants:  Prof. Alfried P. Vogler and Dr. Thomas J. Creedy (NHM), Dr. Brent C. 
Emerson and Dr. Paula Arribas (CSIC), Dr. Hélène Morlon and Dr. Isaac Overcast (CNRS), 
Dr. Anna Papadopoulou, Dr. Víctor Noguerales, Emmanouil Meramveliotakis and 
Toumazis Toumazi (UCY) 

Content: The first annual review meeting lasted two full days (from 9am to 7pm each day). 
During the meeting the iBioGen partners had the opportunity to discuss thoroughly the 
progress made during the first year of the project and plan jointly the next steps. In the 
first session of the meeting, the project coordinator and one representative per partner 
institution gave an overview of the iBioGen activities during the first year of the project and 
discussed their specific and broader impact. In the following sessions, each of the Work 
Packages was discussed separately and the activities of the second year were specifically 
planned and organised. Project management and financial control topics were presented 
to all team members, reminding and clarifying to everyone their obligations towards the 
project. Additionally, an extensive brainstorming on the following topics took place: (a) 
Challenges in the standardisation of field and lab protocols for metagenetics (b) 
Challenges in the synthesis of island biodiversity theory for site-based metagenetic data 
(c) Dissemination of the iBioGen ideas to a broader audience (e.g., development of 
webinars and TED-Ed lesson) (d) Collaborations beyond the current consortium and the 
future of the iBioGen project beyond the funded period. The thorough discussions among 
the participants during the meeting consolidated further the iBioGen team and inspired 
new ideas to be implemented within the second year of the project.   

 
Left: First annual review meeting (participants from left to right: Anna Papadopoulou, Thomas 

Creedy, Emmanouil Meramveliotakis, Alfried Vogler, Isaac Overcast, Paula Arribas, Brent Emerson , 
Hélène Morlon). Right: Presentation on Work Package 3 by Dr. Paula Arribas during the annual 

review meeting 
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Task 2.2: Short Term Training visit 2 (Vogler lab, metagenomics) 
 

Dates: 18th November – 5th December 2019 

Location: The Natural History Museum (NHM), London, UK 

Visitors: Víctor Noguerales (postdoctoral researcher at UCY), Emmanouil Meramveliotakis 
and Andreas Dimitriou (PhD students at UCY)  

Hosts: Prof. Alfried Vogler (PI, NHM), Dr. Thomas Creedy  

Content: During a three-week training visit the UCY researcher were hosted by Alfried 
Vogler´s lab at the Natural History Museum (NHM, London) and received personalised lab 
training in metagenetic methodologies. Specifically, they acquired empirical and 
conceptual knowledge on high-resolution imaging of bulk samples, high-throughput DNA 
extraction using an automated purification system and a full set of laboratory techniques 
for metabarcoding library preparation. The three UCY researchers have subsequently 
implemented the newly learned laboratory techniques in their own research projects and 
transfer the acquired knowledge to further students and researchers at the University of 
Cyprus. Specifically, Dr. Víctor Noguerales, has implemented and optimised the 
metabarcoding pipeline protocols at the UCY labs, using bulk-samples of soil arthropods 
from forest habitats of Cyprus. The results of this first implementation of a metagenetic 
approach on the soil biodiversity of Cyprus are currently being processed and prepared 
for publication. Subsequently, Dr. Víctor Noguerales has taught the metabarcoding 
protocols to a new research assistant who was hired in March 2020 under the recently 
funded project “The association of beetles and lichens as a factor in the evolutionary 
diversification of lichenophagous Coleoptera - applications for indication of 
Mediterranean ecosystems (LICOMED)”, coordinated by Dr. Anna Papadopoulou, and 
aiming to explore the trophic associations between beetles and lichens in Cyprus forests 
using molecular techniques. Emmanouil Meramveliotakis and Andreas Dimitriou will also 
teach these techniques to a new postdoctoral researcher Dr. Adrián Castro Insua who will 
be incorporated in the UCY team in September 2020, and will work on the recently funded 
project “Implementing a meta-genetic approach to unravel the soil biodiversity dynamics 
of Cyprus montane forests (CYFORGEN)”, which is also coordinated by Dr. Anna 
Papadopoulou and aims to characterize the species composition and structure of soil 
arthropods across the main forest habitats in Cyprus. Therefore, this training on 
metagenetic protocols and subsequent transfer of knowledge to other UCY researchers 
has been fundamental for implementing the newly funded biodiversity research projects 
at UCY and will open new research avenues for the UCY team. 
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Left: Dr. Thomas Creedy (NHM) demonstrating to Emmanouil Meramveliotakis (UCY) the use of the 
NHM imaging facility for high resolution photography of specimens. Right: Andreas Dimitriou and 

Emmanouil Meramveliotakis practicing at the NHM imaging facility during their training visit. 

  
Left: Andreas Dimitriou, Dr Víctor Noguerales and Emmanouil Meramveliotakis practicing at the 
NHM molecular laboratory during their training visit. Right: Dr Víctor Noguerales and Emmanouil 

Meramveliotakis practicing at the NHM molecular laboratory during their training visit. 

 

Task 2.3 International workshop on biodiversity genomics 
 

Dates: 2nd – 8th October 2019 

Location: University of Cyprus, Cyprus 

Workshop Title: “Analysis of metagenetic data for macroecology” 

Website: https://www.metagenecol.eu  

Content: The international workshop was an intensive course focusing on bioinformatics 
procedures for processing of metagenetic data and extracting information on species 
composition and phylogenetic history of complex samples. It also included statistical 
analyses for studying community composition and patterns of diversity distribution, at 
various hierarchical levels from populations, to species and major clades. The course was 
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unique in that it took students from the basics of bioinformatics and data handling to 
advanced topics in the use of large-scale DNA data in evolutionary and ecological 
analysis. The methods taught were selected to be of wide applicability to all aspects of 
biodiversity studies, from academic research to applied conservation management and 
environmental monitoring. The course comprised guided practicals using real-world 
data, supplemented by short talks and thematic lectures. There was also open time for 
answering participant queries.  The instructors included Prof. Alfried P. Vogler and Dr. 
Thomas J. Creedy (NHM) as well as Dr Carola Gómez-Rodríguez (University of Santiago 
de Compostela, Spain). There were 30 participants in total, representing 22 different 
institutions across the world and 14 different nationalities, including five participants from 
Cyprus and the rest from other European, Asian and South American countries. Four 
different career stages were represented, including two Master students, 14 PhD 
students, 13 Postdoctoral researchers and one Principal Investigator. Based on the 
anonymous post-workshop survey (21 responses received), 100% of the participants said 
that the workshop helped them with their specific aims and questions and they were 
highly likely to recommend this workshop to their colleagues (76.2% responded 5 out of 
5, and the remaining 23.8% responded 4 out of 5). Overall, this iBioGen workshop was 
highly successful and it made an important contribution to the local and international 
community. It also provided international visibility to UCY and to the iBioGen project and 
created great opportunities for networking for the UCY PhD students and postdocs, who 
have remained in contact with many of the foreign participants. 

As mentioned in the Periodic Report, although the original plan based on the Grant 
Agreement was to organise a two-week summer school on biodiversity genomics in 
month 24, the iBioGen team realised that two consecutive weeks would be too long and 
possibly overwhelming for the participants and decided instead to organise two separate 
one-week workshops, so that more participants in total could benefit from this activity. 
The second workshop was planned to be organised in September 2020 (Month 25). 
However, due to the COVID-19 pandemic and the strict travel restrictions applied by the 
Republic of Cyprus, the workshop will have to be re-designed as an online course. We 
are currently re-designing the course to be held online in January 2021 (Month 29). 
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Left: Group photo from the international workshop on “Analysis of metagenetic data for 
macroecology” at UCY, in October 2019. Right: Dr. Thomas Creedy (NHM) teaching at the same 

workshop. 

	
Left: Dr Carola Gómez-Rodríguez (University of Santiago de Compostela, Spain) teaching at the 
international workshop on “Analysis of metagenetic data for macroecology” at UCY. Right: Prof. 

Alfried P. Vogler (NHM) teaching at the same workshop. 

Task 2.4: Exchange visit 1 (UCY-NHM) 
 

Dates: 22nd March – 10th April 2020 

Location: Online due to the COVID-19 pandemic. The postdoctoral researcher was 
planning to travel to London on the 22nd of March but Cyprus closed its borders on the 
15th of March, while the Natural History Museum entered in lockdown on the 17th of March. 
Therefore, it was impossible for the UCY researcher to travel to the NHM. However, as the 
collaborative work that was planned for this exchange visit was considered urgent and it 
could be done fully remotely (as no lab work was involved), the UCY postdoctoral 
researcher arranged with the NHM partners to work with them remotely during the same 
three weeks.  
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Visitor: Dr. Víctor Noguerales (UCY) 

Hosts: Prof. Alfried P. Vogler and Dr. Thomas Creedy (NHM)  

Content: The goal of this three-week exchange visit was twofold: a) To advance the 
bioinformatics skills of the UCY researcher and train him on the latest bioinformatic 
pipelines for the analyses of metabarcoding data. b) To apply the NUMTdumper pipeline 
that has been created by the iBioGen team (https://github.com/tjcreedy/numtdumper) to 
metabarcoding data from Cyprus and use this opportunity to debug the software, before 
it gets officially published and distributed widely to the scientific community. Both goals 
were addressed during this three-week intensive online collaboration between the NHM 
and the UCY researchers. Through daily online meetings and intensive exchange of 
emails, Dr. Thomas Creedy guided Dr. Víctor Noguerales and helped him to implement 
alternative metabarcoding pipelines and a variety of alternative parameters for read 
filtering and OTU clustering in the analysis of the first metabarcoding dataset from Cyprus. 
Furthermore, they both worked together on debugging and optimising the NUMTdumper 
pipeline, which determines putative NUMT and other erroneous sequences based on 
relative read abundance thresholds. Regular online meetings were also conducted 
between the two abovementioned postdoctoral researchers and the PIs of the two teams 
(Prof. Alfried P. Vogler and Dr. Anna Papadopoulou) to discuss the results of the analyses 
and their interpretation. This collaborative work on the metabarcoding data from Cyprus 
has resulted in a manuscript which is currently in preparation under the working title 
“Revealing “hidden” biodiversity of soil arthropod assemblages using metabarcoding: The 
case of Cyprus montane forests”.  

Task 3.1: International symposium on Genomic Observatories 
 

Dates: 11th – 14th November 2019  

Location: University of Cyprus, Cyprus 

Symposium Title: “Next Generation Biodiversity Monitoring Symposium” 

Symposium organisers: Dr. Brent C. Emerson, Dr. Paula Arribas 

Local organisers: Dr. Anna Papadopoulou, Toumazis Toumazi (UCY) 

Invited Speakers: Prof. Douglas Yu (University of East Anglia, UK), Dr. Lucie Zinger (Ecole 
Normale, France), Prof. Simon Creer (Bangor University, UK), Dr. Jeremy deWaard 
(University of Guelph, Canada), Dr. Vasco Elbrecht (Zoological Research Museum 
Alexander Koenig, Germany), Prof. Vojtech Novotny (Czech Academy of Science), Prof. 
Fredrik Ronquist (Swedish Museum of Natural History), Dr. Kristine Bohmann (University of 
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Copenhagen, Denmark), Dr. Henrik Krehenwinkel (Trier University, Germany), Dr. Éric 
Coissac (University Grenoble-Alpes, France), Prof. Francesco Ficetola (Università degli 
Studi di Milano, Italy), Prof. Martin Bidartondo (Imperial College London, UK), Dr. Marta 
Goberna (Spanish National Institute of Agronomic Research), Dr. Carmelo Andújar (IPNA-
CSIC, Spain).  

Participants from the iBioGen team: Prof. Alfried P. Vogler and Dr. Thomas J. Creedy 
(NHM), Dr. Hélène Morlon and Dr. Isaac Overcast (CNRS), Dr. Víctor Noguerales, 
Emmanouil Meramveliotakis, Andreas Dimitriou (UCY) 

Content: The aim of this symposium was to bring together world-leading researchers 
involved in different regional and global initiatives with complementary objectives related 
to next generation biodiversity monitoring and ask them to jointly address a set of 
challenging questions related to the efficient implementation of the GO concept. A list of 
27 questions was provided to the participants beforehand, which spanned the following 
topics: (1) What are the arguments for long-term biomonitoring to be an integral core 
function of GOs for global monitoring of temporal biodiversity trends? (2) What 
fundamental data should come from a GO and which are the best molecular tools-
protocols needed to provide these data? (3) How should the core module of biodiversity 
sampling-protocols be defined to provide self-sufficiency of each GO to get results on 
local biodiversity trends while maximising the comparability of data across GOs? (4) What 
synergies can be achieved by the ‘site-based’ sampling across GOs for the study of 
regional/global patterns?  

The first day of the symposium was devoted to presentations from the invited speakers 
and the iBioGen partners and was open to the public and to local biodiversity stakeholders 
(33 registered participants, while an audience of approx. 45 people in total attended 
during the day). The second and the third days of the symposium, were dedicated to round 
table discussions and working groups on specific topics related to the definition and 
implementation of GOs, with the overall aim to write jointly a review/perspective paper on 
a working definition of GOs in the era of high-throughput sequencing. Additionally, during 
the third day of the symposium, the participants discussed the possibilities for joint 
proposal applications under the H2020 Marie Skłodowska-Curie Innovative Training 
Networks scheme and/or under a COST action, with the aim to establish a more 
permanent collaboration towards a European network of GOs and advance further in 
protocol unification at the European level. The last day of the symposium included a 
fieldtrip, where a smaller subset of the invited speakers and iBioGen members, visited 
selected localities on the Troodos mountain range and on the Southern coast of Cyprus 
and discussed in situ about the selection of sampling sites and sampling protocols for 
implementing the GO concept in Cyprus. 
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This international symposium was a very successful networking event, which was greatly 
enjoyed and appreciated by all participants. Several new ideas and synergies emerged, 
to be followed up through online meetings, collaborative research and joint proposal 
applications. The thorough discussions among experts with complementary expertise, 
and the exchange of experiences from different systems and initiatives across the world, 
were instrumental as a first step towards achieving the goals of WP3 for protocol 
unification in the field of biodiversity genomics. The output of the symposium is an 
opinion paper (D3.1), which is currently under review in the journal Molecular Ecology 
under the title: “Connecting high-throughput biodiversity inventories – opportunities for 
a site-based genomic framework for global integration and synthesis”. Additionally, an 
online report on the symposium, setting out the key challenges to be addressed by Task 
3.2, has been published on the iBioGen website: 
https://www.ibiogen.eu/deliverables.html 

 

  
  
Left: group photo from the international symposium on “Next Generation Biodiversity Monitoring” 

at UCY. Right: Dr. Vasco Elbrecht (Zoological Research Museum Alexander Koenig, Germany) 
presenting during the first day of the symposium. 

 
Left: Dr. Marta Goberna (Spanish National Institute of Agronomic Research) presenting during the 
first day of the symposium. Right: round-table discussion during the second day of the symposium. 
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Task 4.2 Working Group on ecological-evolutionary synthesis 
 

Date: 9th – 12th June 2020 

Location: Online meeting. This working group was planned to take place at the École 
Normale Supérieure in Paris in June 2020 but it had to be transformed to an online 
meeting due to the COVID-19 pandemic. 

Organisers: Hélène Morlon and Isaac Overcast (CNRS) 

Invited Participants: Claire Jacquet (University of Zurich), Amaury Lambert (Sorbonne 
Université), Isabel Sanmartin (Real Jardín Botanico de Madrid), Rampal Etienne (University 
of Groningen), Megan Ruffley (University of Idaho), Robin Aguilee (Université Paul 
Sabatier), Flora Jay (Paris-Sud University), Guillaume Achaz (MNHN). 

Participants from the iBioGen team: Alfried P. Vogler and Thomas J. Creedy (NHM), 
Brent C. Emerson and Paula Arribas (CSIC), Anna Papadopoulou, Víctor Noguerales and 
Emmanouil Meramveliotakis (UCY) 

Content: The primary goal of this working group was to outline and begin work on 
developing theory/models which incorporate one or more axes of biodiversity data while 
incorporating population genetic variation at the scale of the whole community, with the 
explicit aim of being able to fit the models to real data (e.g., data generated by 
metabarcoding surveys of island biodiversity). The invited participants were selected to 
represent a wide range of expertise, different spatial and temporal scales and a variety of 
methodological approaches in order to develop a more holistic modeling and inference 
procedure. An important aspect of this working group was the direct interaction between 
theoreticians/modellers (organisers and invited participants) and empirical biologists 
(participants from the iBioGen team), which is fundamental for developing models that can 
be fitted to real data. Given the online format of the working group and the time zone 
differences among participants (e.g.,10 hours of difference between Cyprus and Moscow, 
Idaho) this virtual meeting was built around short working sessions (two hours per day). 
On the first day, each of the invited speakers gave a 10-minute talk on relevant models 
they have developed and how they could be modified to accommodate community-level 
genetic data. On the second day, there was a plenary brainstorming session, where the 
differences among the proposed models and the challenges of adapting each of the 
models to the specific type of data were extensively discussed. On the third day, the 
participants were split into two smaller groups and each of the groups was asked to sketch 
independently a first outline of the new model, including a list of model parameters and a 
list of model outputs, with one output being community-scale genetic data. On the fourth 
day, the two groups came back together, exchanged their ideas and discussed the most 
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promising approach to develop the new model and implement it into a usable piece of 
software. Since then, a close collaboration between the iBioGen team and a core group of 
invited participants has led to the development of a very first version of the desired model 
and its implementation in the iBioGen R package, which is now available on github: 
https://github.com/iBioGen/iBioGen. The model is currently being developed actively by 
the CNRS team. The collaboration between the iBioGen team and the invited participants 
will continue in the following months and follow-up online meetings of similar structure 
will be scheduled with the aim to refine further the model and implement additional 
functions in the iBioGen R package.  

 

 
Left: Brainstorming session on day 2 of the online working group on ecological-evolutionary 

synthesis. Right: Presentation by Dr. Isaac Overcast (CNRS) on day 1 of the same working group.  

 
Photos from the two smaller group sessions on Day 3 of the online working group on ecological-

evolutionary synthesis. 
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Task 5.1: Develop online resources for dissemination 
 

Period covered: 1 September 2019 – 30 August 2020 

Content: During the second year of the project, the UCY team updated the iBioGen 
website as well as accounts on social media platforms Facebook, Twitter and Instagram. 
It is also featured in scientific portals such as CORDIS, OpenAIRE and ResearchGate. 
Through the social media the audience is engaged with both the activities of the project 
but also gets familiar with news and posts on biodiversity genomics. 

 

 

Project Website 
Website (https://www.ibiogen.eu/) 

 
 

The project website includes pages about the project (objectives, work packages, 
deliverables, presentations), the project partners and the Advisory board members, the 
study systems, photo gallery and news/events. In addition, the visitor can find the iBioGen 
toolkit which includes protocols, software and publications. The project website was 
significantly updated in April 2020, following the advice of the EU project officer after the 
review meeting.  Since its launch in October 2018 it has had 1425 unique visits and 3249-
page views. 
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Social Media Platforms 
Facebook (https://www.facebook.com/ibiogen.eu/) 

 
 

The project’s Facebook page was created on 30 October 2018 but in May 2020, Facebook 
unpublished the page mentioning that it did not follow the Facebook Policies. Despite 
several attempts to contact Facebook, through an official complaint and support forums, 
no reply was received, and the page remains unpublished.  The screenshot below shows 
the message displayed to the page managers. By May 2020, the page had reached 142 
followers. 

 

 
 

The project dissemination team decided to create a new Facebook Page, which was 
created in July 2020. Currently the page has 201 followers and through its 15 posts has 
managed to reach 1270 users. 

 

  



 

H2020-WIDESPREAD-2016-2017/810729 
  Deliverable 1.3 

 

This project has received funding from the European Union’s Horizon 2020 
research and innovation programme under grant agreement No 810729  

 

15	

Twitter (https://twitter.com/iBioGen_project) 

 
 

The project’s Twitter profile was created on 18 October 2018 and by 30 August 2020, it 
had 190 followers. A total of 63 tweets have been posted more than 38K impressions (the 
number of times users saw the Tweet on Twitter) were reached. 

 

Instagram (https://www.instagram.com/ibiogen/)  

The project’s Instagram profile was created on 16 July 2020 and by 30 August 2020, it had 
43 followers. A total of 12 photos with explanations targeting the broader public have 
been posted and a total of 262 likes have been received. 
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Scientific Portals 

ResearchGate  
https://www.researchgate.net/project/iBioGen-Twinning-for-European-Excellence-in-
Island-Biodiversity-Genomics 

 

The project also has a project page on Research Gate, a social networking site for scientists 
and researchers to share papers, ask and answer questions, and find collaborators. By 
August 30, 2020 the project had 89 reads and 12 followers. This number is expected to 
raise when the first publications (which are currently under review, see below) will be 
shared on the portal. 

 

Press releases 
During the second year of the project a press release on the symposium on Genomic 
Observatories was published by the University of Cyprus and reached the general public 
via the following newspapers. 
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Cyprus Paideia News 
2 December 2019 

https://paideia-news.com/panepistimio-kyproy/2019/12/02/tm-.-biologias-p.k.-proto-
bima-gia-tin-egkathidrysi-%C2%ABgonidiomatikon-paratiritirion%C2%BB/ 

http://applications.ucy.ac.cy/dailypress/dailypress.manage_documents2.download?p_fil
e=51094  

 

Xaravgi Newspaper 
3 December 2019 

http://applications.ucy.ac.cy/dailypress/dailypress.manage_documents2.download?p_fil
e=51093  

 

Publications 
 

The following two manuscripts are currently under review: 

1) Arribas, P, Andujar, C, Bidartondo, M, Bohmann, K, Coissac, E, Creer, S, de 
Waard, J, Elbrecht, V, Ficetola, F, Goberna, M, Krehenwinkel, H, Leese, F, 
Novotny, V,  Ronquist, R, Yu, D, Zinger, L, Creedy, TJ, Meramveliotakis, E, 
Noguerales, V, Overcast, I, Morlon, H, Vogler, AP, Papadopoulou, A & , BC 
Emerson (under review in Molecular Ecology). Connecting high-throughput 
biodiversity inventories – opportunities for a site-based genomic framework for 
global integration and synthesis. 

2) Andújar, C, Creedy, TJ, Arribas, P, López, H, Salces-Castellano, A, Pérez-
Delgado, A, Vogler, AP & BC Emerson (under review in Molecular Ecology 
Resources) NUMTdumper: a self-validating method for generating reliable 
haplotype data from mtDNA metabarcoding. 
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Software 
 

The following two pieces of software have been created and are freely available on 
github. 

1) NUMTdumper, which was produced as a result of the staff exchange visit between 
NHM and CSIC (in February 2019): https://github.com/tjcreedy/numtdumper 

 
2) iBioGen package, which is a first output of the working group in ecological-

evolutionary synthesis (in June 2020): https://github.com/iBioGen/iBioGen 
 

 


