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Introduction 
 
Deliverable 1.4 presents the main activities and events organised during the 
period  September 2020 – February 2022, which covers the third year of the project 
plus the 6 month extension. The activities include three annual meetings, an online 
training of University of Cyprus (UCY) students, two staff exchange visits, the 
organisation of an international online workshop on bioinformatic analyses of 
metabarcoding data, the organization of two online working groups on protocol 
unification and on island Genomic Observatories, the organization of two seminars 
to stakeholders and the participation in Researchers night 2020. Additionally, three 
videos were created, an educational brochure, a permanent exhibit and four 
educational programs for the Environmental Education Centres in Cyprus. 
Statistics on the project’s online presence in social media are summarised and the 
publications generated during the third year of the project are listed. 
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Task 1.1: Annual Review Meeting 
 
Title: Second Annual Review Meeting and Advisory Board Meeting 
Dates: 26th – 29th October 2020 
Location: Online due to the Covid-19 pandemic 
Participants:  Prof. Alfried P. Vogler and Dr. Thomas J. Creedy (NHM), Dr. Brent C. 
Emerson and Dr. Paula Arribas (CSIC), Dr. Hélène Morlon and Dr. Isaac Overcast 
(CNRS), Dr. Anna Papadopoulou, Dr. Víctor Noguerales (UCY) 

Advisory Board Members: Prof. L. Lacey Knowles (Department of Ecology and 
Evolutionary Biology and Curator at the Museum of Zoology of the University of 
Michigan, USA), Dr. Jérôme Chave (Director of Research at CNRS and Deputy 
Director of the Research Unit EDB (Laboratoire Evolution et Diversité Biologique) 
Toulouse, France) and Prof. Rosemary Gillespie (Schlinger Chair in Systematic 
Entomology at the University of California, Berkeley and President of the American 
Genetics Association, USA) 
Content: The second annual review meeting lasted four half days (three hours per 
day). During the first three days only the iBioGen members participated, while on 
the fourth day the Advisory Board members participated too. During the first three 
days of the meeting the iBioGen partners had the opportunity to discuss 
thoroughly the progress made during the second year of the project and plan 
jointly the activities of the third year. Specifically, on the first day of the meeting, 
Dr. Anna Papadopoulou presented an overview of the iBioGen activities in Year 2 
and proposed an updated plan for Year 3, which included a detailed description 
of the contingency plan to address problems in project implementation that had 
arisen due to the Covid-19 pandemic. The proposed contingency plan and the 
corresponding changes in the Grant Agreement were discussed thoroughly 
among the partners. The second day of the meeting focused on the 
implementation of WP2 and WP3. Specifically, Dr. Thomas Creedy and Prof. Alfried 
Vogler presented their plans regarding the organization of the online workshop on 
analysis of metabarcoding data (Task 2.3) and their ideas for the creation of an 
interactive web resource for self-training. A brainstorming session followed, where 
the partners discussed what would be the optimal structure of the online workshop 
to ensure a smooth learning experience and facilitate interactions among the 
participants. Subsequently, Dr. Paula Arribas and Dr. Brent Emerson presented 
their plans for the working group on protocol unification (Task 3.2) and proposed 
some modifications in Task 3.3, which were discussed thoroughly among the 
partners. The fourth day of the workshop focused on WP4. Specifically, Dr. Isaac 
Overcast and Dr. Hélène Morlon presented the progress made with the iBioGen R 
package (D4.2) and discussed with the partners additional ideas for models to be 
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implemented in the package. They also presented the status of the review paper 
“Genetic Theory of Island Biogeography: Inferring Processes from Multi-
Dimensional Community-Scale Data” (D4.1). The fourth day of the meeting was 
devoted to the presentation of the project results to the three members of the 
Advisory Board. Specifically, each of the Work Packages was presented separately 
by the respective partner and the members of the Advisory Board asked several 
questions and provided thorough feedback on the presented results and planned 
activities. After the end of the meeting, the Advisory Board compiled a written 
report which included feedback on each of the WPs and general advice on how to 
maximise impact beyond the project. This report has been submitted to the Project 
Officer through the online communication centre and it will be included in the Final 
Periodic Report as an Annex, as suggested by the PO. 
 
 
 
 
 
 
 
 

 

Left: Discussion with the Advisory Board, during the fourth day of the second annual review 
meeting (participants from left to right: Isaac Overcast, Víctor Noguerales, Thomas Creedy, Paula 

Arribas, Anna Papadopoulou, Brent Emerson, Lacey Knowles, Rosemary G. Gillespie, Alfried 
Vogler, Hélène Morlon, Jérôme Chave). Right: Paula Arribas presenting the Tasks of WP3 to the 

Advisory Board. 

Title: Third Annual Review Meeting 
Dates: 29th September -1st of October 2021 
Location: Online due to the Covid-19 pandemic 
Participants:  Prof. Alfried P. Vogler (NHM), Dr. Brent C. Emerson, Dr. Paula Arribas 
and Dr Carmelo Andújar (CSIC), Dr. Hélène Morlon and Dr. Isaac Overcast (CNRS), 
Dr. Anna Papadopoulou, Dr. Víctor Noguerales and Emmanouil Meramveliotakis 
(UCY) 
Content: The third annual review meeting lasted three half days (3-4 hours per 
day). On the first day Dr. Anna Papadopoulou presented an overview of the 
iBioGen activities in Year 3 and a plan for the remaining 5 months of the project. A 
discussion followed on how to best fulfil the project objectives and key 
performance indicators in the remaining time. Subsequently, Dr. Paula Arribas and 
Dr. Carmelo Andujar, presented an overview of WP3 and a specific plan for the 
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completion of deliverables D3.2, D3.3. and D3.4. On the second day of the 
meeting, Dr. Victor Noguerales presented an overview of the first DNA 
metabarcoding and mitogenomic data generated from the Cyprus forest soil 
microarthropod communities and the partners discussed thoroughly on the next 
steps of data analyses and on the preparation of a co-authored manuscript. 
Subsequently, Dr. Isaac Overcast presented an overview of WP4, including a 
specific plan for the completion of Task 4.3 and for the organisation of a 
complementary hackathon to develop additional models for the iBioGen R 
package (Task 4.2). On the third day of the meeting, there was a general discussion 
among the partners on the achievements and limitations of iBioGen and a 
brainstorming on the next steps after the end of iBioGen. All partners expressed 
their great interest to continue the collaboration after the end of the project and 
discussed the possibilities for joint proposal applications and for potential funding 
opportunities. Finally, there was a discussion on the feedback provided by the 
Advisory Board (as described in their report, see Second Annual Review meeting) 
and a planning for the next Advisory Board meeting, which was decided to 
coincide with the final review meeting.  
 
 
 

 

 

 
 

 
 

Left: Discussions during the third annual review online meeting (participants from left to right: 
Brent Emerson, Anna Papadopoulou, Víctor Noguerales, Alfried Vogler, Paula Arribas, Carmelo 
Andújar, Isaac Overcast, Hélène Morlon, Emmanouil Meramveliotakis). Right: Victor Noguerales 
presenting the DNA metabarcoding results from the Cyprus forests during the second day of the 

meeting. 

Title: Final Review Meeting 
Dates: 18th February 2022 (to be complemented in March 2022) 
Location: Online 
Participants:  Prof. Alfried P. Vogler and Dr. Thomas J. Creedy (NHM), Dr. Brent C. 
Emerson, Dr. Paula Arribas and Dr. Carmelo Andújar (CSIC), Dr. Hélène Morlon, 
Dr. Isaac Overcast and Dr. Benoit Perez-Lamarque (CNRS), Dr. Anna 
Papadopoulou, Dr. Víctor Noguerales, Emmanouil Meramveliotakis (UCY) 
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Content: The first half day (3 hours) of the final review meeting was organised on 
the 18th  February 2022. Dr. Anna Papadopoulou presented the progress made in 
the last 5 months of the project and the status of the final deliverables that 
remained to be completed. She also presented in detail the H2020 rules related to 
Open Access and the partners discussed the options for complying with the Open 
Access rules after the end of the project. Subsequently, Dr. Isaac Overcast 
presented the status of deliverable D4.3 and Dr. Brent Emerson the status of 
deliverable D3.4. Then, Dr. Benoit Perez-Lamarque and Dr. Hélène Morlon 
presented their ideas for a new collaborative project among the partners, which 
will be based on a model developed by the CNRS team that aims to assess to what 
extent archipelago ontology has impacted community composition and whether 
certain taxonomic groups have evolved in correlated ways. The CNRS researchers 
discussed with the CSIC and UCY members how this model could be implemented 
using data from the Canary islands and/or the Aegean islands. Finally, the partners 
decided to continue the Final Review Meeting after the end of the project (by the 
end of March), once the final deliverables have been submitted and a first draft of 
the Final Periodic Report has been prepared by the Project Coordinator, so that all 
partners can provide specific feedback on the report. Given the online nature of 
this meeting, it was considered more efficient to split it into two parts (before and 
after the end of the project), as that would allow the partners to review all the 
project outputs in detail and plan carefully the next steps after the end of the 
project. They also decided that the Advisory Board meeting should rather take 
place in April, once the Advisory Board members have read the Final Periodic 
Report, which will allow them to have a good overview of all project results and 
outputs and can provide overall feedback. The exact dates of these two meetings 
are currently being arranged among the partners and the Advisory Board. 
 
 
 
 
 
 
 
 
 
 

Left: Discussions during the first day of the Final Review meeting (participants from left to right: 
Emmanouil Meramveliotakis, Anna Papadopoulou, Victor Noguerales, Paula Arribas, Benoit Perez-
Lamarque, Isaac Overcast, Alfried Vogler, Carmelo Andújar, Thomas Creedy, Hélène Morlon, Brent 
Emerson). Right: Benoit Perez-Lamarque presents his ideas for a new collaborative projects among 

the partners. 
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Task 2.2: Short Term Training visit 3 (Cooper lab, statistical 
analyses for ecology and evolution) 
 
Dates: 18-29th January 2021 
Location: Online due to the Covid-19 pandemic. As this was a fully computer-
based training, it was perfectly feasible to be conducted remotely, without 
affecting the learning experience of the students. 
Visitors: Konstantinos Ntatsopoulos, Emmanouil Meramveliotakis and Andreas 
Dimitriou (PhD students at UCY), Loudmila Jelinscaia Lagou (Research assistant at 
UCY) 

Host: Dr. Natalie Cooper (PI, NHM)  

Content: During these two weeks, Dr. Natalie Cooper offered intense personalized 
training to four UCY students in statistical analyses for ecology and evolution using 
the R software environment for statistical computing and graphics. The training 
involved a series of lectures and guided R practicals (for a total of 5 hours per day) 
which took the students from the basics of the R language, to advanced 
macroevolutionary analyses. The first week focused on the basic use of R and the 
application in R of the main statistical tests used in ecological analyses (e.g., t-test, 
ANOVA, ANCOVA, General Linear Models). The second week, included some 
theoretical lectures on the principles of macroecology and macroevolution and 
several R practicals on standard macroecological and macroevolutionary analyses, 
including the estimation of diversity indices, species accumulation curves, 
phylogenetic comparative methods, diversification rate analyses and several 
models of character evolution.  
Deliverable related to this activity: D2.2 – Report on Training visits 
 

 
Left: Andreas Dimitriou, Emmanouil Meramveliotakis, Loudmila Jelinscaia Lagou, Dr. Natalie 
Cooper and Konstantinos Ntatsopoulos discussing during the R practicals. Right: Dr. Natalie 
Cooper (NHM) teaching basic principles of macroevolutionary analyses to the UCY students. 
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Task 2.3 International workshop on biodiversity genomics 
“Theory and practice in metabarcoding for biodiversity” 
 
Dates: 7th – 13th January 2021 
Location: Online due to COVID-19 
Workshop Title: “Theory and practice in metabarcoding for biodiversity” 
Website: https://www.metagenecol.eu  
Training Material: https://learnmetabarcoding.github.io/  
Instructors: Prof. Alfried P. Vogler & Dr. Thomas J. Creedy (NHM) 
Teaching Assistants: Dr. Víctor Noguerales, Emmanouil Meramveliotakis (UCY), 
Liam Penlington (NHM) 
Participants: 152 applications we received and 36 participants were selected. A 
50% gender balance in the selected participants was achieved. Due to a last-
minute cancellation, the workshop was attended by 35 participants in total, 
representing 15 different countries. There were nine participants from the Eastern 
Mediterranean (Cyprus, Turkey, Palestine and Greece) seven from South and 
Central America, two from Eastern Asia, one from Northern Africa and the rest from 
several European countries. Four different career stages were represented, 
including four Master students, 22 PhD students, six Postdoctoral researchers and 
three Principal Investigators.  
Content and structure:  This workshop aimed to teach the required bioinformatics 
and data handling skills for the analysis of metabarcoding data, with a focus on the 
potential of metabarcode sequences as a resource in biodiversity studies, 
taxonomy and population genetics. It comprised lectures on the theory of 
metabarcoding and phylogenetics, guided discussion sessions and detailed 
practical bioinformatics training. The workshop material and teaching 
methodology was fully adapted to the online format and a flexible model of both 
synchronous and asynchronous teaching, to accommodate the great differences 
in time zones among participants was used (e.g., 14 hours of difference between 
Central American and Eastern Asian participants).  
Specifically, the asynchronous portion of the workshop comprised pre-
recorded online lectures specifically prepared for this course, and a 
comprehensive set of practical tutorials in an interactive format tackling a range of 
topics in metabarcoding bioinformatics. The lectures were available for the 
participants to watch at their convenience, with the opportunity to raise and discuss 
any questions in the following day's plenary Q&A session or group discussion 
sessions. The practical tutorials were available for them to work through at their 
own schedule, split into five broad topics corresponding to each individual day.  
The two instructors and three teaching assistants were available daily from 8am to 
5pm UTC to answer any technical or conceptual questions of the participants and 
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help them work through the practicals, through one-to-one video calls whenever 
needed. The synchronous portion of the workshop comprised a plenary Q&A 
session and a group discussion session per day, each of 1 hour. All participants 
attended the plenary Q&A sessions, where they asked questions about the 
lectures. For the discussion sessions, the participants were assigned to smaller 
groups of six participants each, with the aim to foster a productive environment for 
both learning and networking. Each of the six groups spent one hour per day with 
one of the instructors, where they discussed a wide range of conceptual and 
practical aspects, as well as specific queries related to the participants’ own 
research.  
 
Deliverable related to this activity: D2.3 – Summer school teaching material 
online 

 
Plenary Q&A session on the last day of the online international workshop 

Task 2.4: Exchange visit 2 (UCY-NHM)  
 
Dates: 9th February – 23ed February 2022 
Location: The Natural History Museum (NHM), London, UK 
Visitors: Emmanouil Meramveliotakis, Konstantinos Ntatsopoulos (PhD students, 
UCY) 
Hosts: Prof. Alfried P. Vogler and Dr. Thomas Creedy (NHM)  
Content: The main goals of this two-week exchange visit were to: (1) strengthen 
the collaboration between the two partners through joint PhD supervision of two 
UCY students and (2) enhance the theoretical knowledge and hands-on 
experience of both UCY PhD students with the handling, assembly and annotation 
of genomic datasets. Emmanouil Meramveliotakis is co-supervised by Dr. Anna 
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Papadopoulou and Prof. Alfried P. Vogler since November 2019. Konstantinos 
Ntatsopoulos has recently started his PhD project and this visit ensured his first 
contact with Prof. Alfried P. Vogler to discuss the possibility for a joint supervision. 
The first week of the visit was dedicated to an in-depth understanding of the data 
structure generated from Whole-Genome Shotgun (WGS) sequencing and the 
available pipelines to assemble and annotate draft genomes of non-model 
organisms. With guidance by Dr. Thomas Creedy, the two UCY students managed 
to perform all steps using real data and generate a draft genome. During the 
second week of the visit, the focus was on mining mitogenomes from WGS 
sequencing data, using in-house pipelines to correctly assemble and annotate 
them, and analysing them in the context of phylogenomic studies. Dr. Thomas 
Creedy, provided a step-by-step bioinformatic protocol and shared the 
laboratory’s in-house pipeline for mitogenome annotation correction, while the 
two students had the chance to apply each bioinformatic step on their own data 
under his supervision. Additionally, Prof. Alfried P. Vogler provided in-depth 
knowledge on the use of mitogenomes in phylogenomic studies. Furthermore, the 
UCY students had the chance to discuss thoroughly their projects with Prof. Alfried 
P. Vogler and plan jointly the next steps of their PhD research.  
 
Deliverable related to this activity: D2.4 – Report on staff exchanges 
 

  
 

Left: PhD students Emmanouil Meramveliotakis and Konstantinos Ntatsopoulos (UCY) presenting 
their research projects during the lab meeting of the NHM team. Right: PhD student Emmanouil 

Meramveliotakis (UCY) with Prof. Alfried P. Vogler (NHM), during one of their meetings. 

Task 2.4: Exchange visit 5 (UCY-CNRS)  
 
Dates: Weekly online meetings between 21st October and 14th February 2022 

Location: Online due to the COVID-19 pandemic. Dr. Anna Papadopoulou (PI, 
UCY), Emmanouil Meramveliotakis (PhD student, UCY) and Dr. Víctor Noguerales 
(Postdoctoral researcher, UCY and CSIC) were planning to travel to Paris for this 
visit in November 2021. However, a visit with physical presence was deemed 
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impossible due to the uncertainty imposed by the irregular COVID-19 pandemic 
outbreaks and the constantly changing restrictions at both national and 
international levels. Regardless, the scope of this visit remained unaffected by its 
online nature, while it provided the flexibility to extend the communication period 
between the two partner laboratories. In retrospect, such an extension proved to 
be essential for the success of the expected outcomes.    

Visitors:, Dr. Anna Papadopoulou (PI, UCY), Emmanouil Meramveliotakis (PhD 
student, UCY),  Dr. Víctor Noguerales (Postdoctoral researcher, UCY and CSIC) 

Hosts: Dr. Hélène Morlon (PI, CNRS), Dr. Isaac Overcast (Postdoctoral researcher, 
CNRS) 

Content: During this four-month period, the UCY and CNRS researchers worked 
in close collaboration and exchanged experience and ideas from their respective 
empirical (UCY) and theoretical (CNRS) points of view. This collaboration was very 
fruitful for both partners who worked together on: (1) the description of the  first 
model implemented in the  iBioGen R package, which is an individual-based eco-
evolutionary simulation model of community assembly that makes joint predictions 
of species abundance, genetic variation, trait distributions, and phylogenetic 
relationships (see D4.2) for a readership of empirical island biologists, (2) the 
evaluation of the power and accuracy of the model using simulation experiments 
and a machine learning approach under a range of parameters chosen to adhere 
as closely as possible to those of empirical metabarcoding datasets and (3) the 
implementation of the model using real metabarcoding data from microarthropod 
assemblages of the Cyprus forests (see Noguerales et al., 2021). The UCY 
members provided Dr. Isaac Overcast with the metabarcoding dataset from 
Cyprus and explained in detail to the CNRS researchers the approach followed to 
generate the data and all the relevant aspects of the empirical study system. The 
two teams worked in close collaboration to understand how the model behaves 
when using real data and discussed extensively the interpretation of the results. 
Finally, they worked together on the preparation of Overcast et al. manuscript 
which consists of: (1) a presentation of the iBioGen R package and of the first 
iBioGen model (2) a thorough testing of the power and accuracy of the model 
using simulations, and (3) the implementation of the model in the system of Cyprus, 
as a proof of concept. 
 
Deliverables related to this activity: D2.4 – Report on staff exchanges and D4.3- 
Paper on implementation in Cyprus 
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Task 3.2: Working Group on protocol unification for island 
biodiversity analysis 
 
Dates: 23rd – 26th November 2020 
Location: Online 
Title: “Toward harmonisation for the generation of metabarcoding data: Soil 
Biodiversity and Terrestrial Arthropod modules” 
Symposium organizers: Dr. Paula Arribas (CSIC), Dr. Brent C. Emerson (CSIC) 

Invited Participants: Dr. Lucie Zinger (Institut de Biologie de l'ENS, France), Dr. 
Evan Economo (Okinawa Institute of Science and Technology, Japan), Dr. Stefan 
Geisen (Wageningen University, The Netherlands), Dr. Jeremy deWaard (iBOL, 
University of Guelph, Canada), Dr. Marta Goberna (Spanish National Institute for 
Agronomic Research), Prof. Vojtech Novotny (Czech Academy of Science, Czech 
Republic), Dr. Kristine Bohmann (University of Copenhagen, Denmark), Dr. Henrik 
Krehenwinkel (Trier University, Germany), Dr. Vasco Elbrech (Zoological Research 
Museum Alexander Koenig, Germany, Dr. Carmelo Andújar (IPNA-CSIC, Spain) 
Content: During the four days of the working group, the above-named 
researchers, together with the iBioGen team, worked on the development of two 
modules, aiming to define a package of complementary protocols that can be 
executed in specific combinations in response to particular monitoring or 
measuring needs of the user. Specifically, the objective was to generate a set of 
simple, integrated, cost-effective and interoperable procedures (from sample 
acquisition to sequencing and data storage) for site-based characterisation of the 
respective biodiversity fractions using metabarcoding. For each of the two 
modules we developed a set of submodules covering the five main steps of 
metabarcode data generation: (1) sample acquisition, (2) sample processing, (3) 
DNA extraction, (4) PCR amplification, library preparation and sequencing, and (5) 
DNA sequence and metadata deposition. We further (i) identified key points for 
harmonisation; (ii) reviewed the current state of the art; and (iii) distilled existing 
knowledge within submodules, thus promoting best practice by providing 
guidelines and recommendations to reduce the universe of methodological 
options. 
 
Deliverables related to this activity: D3.2 – Protocol package and D3.3. – Protocol 
video 
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Left: Discussion during the second day of the working group on protocol unification (from left to 
right: Paula Arribas, Anna Papadopoulou, Brent Emerson, Victor Noguerales, Vasco Elbrech, 

Jeremy deWaard, Henrik Krehenwinkel, Thomas Creedy, Marta Goberna, Alfried P. Vogler, Evan 
Economo, Emmanouil Meramveliotakis, Carmelo Andujar, Stefan Geisen). Right: Paula Arribas 
introducing the questions related to the sample acquisition step, during the second day of the 

working group. 
 
 

Task 3.3: Establishment of a Genomic Observatories Network on 
islands 
 
Dates: 20-22 July 2021 
Location: online due to the Covid-19 pandemic 
Title: Collective and harmonised HTS approaches to inventory arthropod on 
islands: laying the foundations of an Island Genomic Observatories network  
Organizers: Dr. Brent Emerson, Dr. Paula Arribas and Dr. Carmelo Andujar (CSIC) 

Participants: Prof. Gillespie, Rosie (University of California Berkeley, USA), Dr. 
Traveset, Anna (Mediterranean Institute of Advanced Studies-CSIC, Spain), Dr. 
Borges, Paulo (University of the Azores, Portugal), Prof. Economo, Evan (Okinawa 
Institute of Science and Technology, Japan), Dr. Krehenwinkel, Henrik (Trier 
University, Germany), Dr. de Waard, Jeremy (University of Guelph, Guelph, 
Canada), Dr. Kennedy, Susan (Okinawa Institute of Science and Technology, 
Japan), Dr. Meier, Rudolf (National University of Singapore, Singapore), Prof. 
Roderick, George (University of California Berkeley, USA), Dr. Cardoso, Pedro 
(Finnish Museum of Natural History Luomus, Finland), Dr. Convey, Peter (British 
Antarctic Survey, UK), Prof. Strasberg, Dominique (University of La Réunion, France)  

Content:  The objective of this working group was to bring together a focused 
group of island biologists to discuss the use of arthropod metabarcoding in its 
broad sense (from whole organism community metabarcoding to eDNA, iDNA 
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metabarcoding), in combination with DNA barcoding and individual-level 
genomic data for selected sites/taxa, for (i) biomonitoring, (ii) biodiversity 
conservation, and to (iii) answer outstanding questions in the areas of both island 
biology, arthropod biodiversity, and the intersection of these two areas. The overall 
aim was to explore how these approaches can be implemented within an island 
Genomic Observatories Network (iGON) for the advancement of fundamental and 
applied island biodiversity understanding. On day 1 each of the invited speakers 
presented their relevant research and their views on the potential of an island 
Genomic Observatories Network. On days 2 and 3 the participants undertook a 
collaborative horizon-scanning approach to identify key topics, within 
which collective and harmonised HTS-based arthropod inventory /monitoring 
efforts could provide significant advances in island biodiversity research. As a 
starting point for discussion, the Patiño et al. (2017) paper, entitled “A roadmap 
for island biology: 50 fundamental questions after 50 
years of The Theory of Island Biogeography” was used. The objective 
was to discuss and identify the potential for implementing metabarcoding and/ 
or HTS barcoding initiatives, with a specific 
focus on (i) arthropods, and (ii) the twelve subject areas (including specific 
questions) from Patiño et al. that might lend themselves to such approaches. The 
working group concluded in seven island biology themes at the interface of 
ecology, evolution and conservation biology, within which collective and 
harmonised efforts in HTS arthropod inventory through an island Genomic 
Observatories Network could yield significant advances in island biodiversity 
research. The output of this working group is an opinion paper which will be soon 
submitted to the journal Molecular Ecology.  
 
Deliverable related to this activity: D3.4 – Island Genomic Observatories paper 
 
 
 
 
 
 
 
 
 

Discussions during the second and the third day of the working group on the island Genomics 
Observatories network. 
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Task 5: Develop online resources for dissemination 
 
Period covered: 1 September 2020 – 28 February 2022 
Content: During the third year of the project, the UCY team updated the iBioGen 
website as well as accounts on social media platforms Facebook, Twitter and 
Instagram. It is also featured in scientific portals such as CORDIS and OpenAIRE.  

Project Website 
Website (https://www.ibiogen.eu/) 
The project website includes pages about the project (objectives, work packages, 
deliverables, presentations), the project partners and the Advisory board 
members, the study systems, photo gallery and news/events. In addition, the visitor 
can find the iBioGen toolkit which includes protocols, software and publications. 
Following its launch in October 2018 it has had 2750 unique visits and 6330 page 
views. 
 

 

Social Media Platforms 
Facebook (https://www.facebook.com/ibiogen.eu/) 
 
The project’s Facebook page was initially created on 30 October 2018 but in May 
2020, Facebook unpublished the page mentioning that it did not follow the 
Facebook Policies. The project dissemination team decided to create a new 
Facebook Page in July 2020. Currently the page has 492 followers and through its 
posts it has managed to reached 23.500 users. 
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Twitter (https://twitter.com/iBioGen_project) 
 
The project’s Twitter profile was created on 18 October 2018 and by the end of 
February 2022, it had 446 followers. A total of 97 tweets have been posted more 
than 90K impressions (the number of times users saw the Tweet on Twitter) and 
22K profile visits were reached. 
 
 

 
 
 
 
 
Instagram (https://www.instagram.com/ibiogen/)  
The project’s Instagram profile was created on 16 July 2020 and by 28 February 
2022, it had 131 followers. A total of 44 photos have been posted and a total of  
1371 likes were received. 
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Task 5.1: TED-Ed Lesson 
The animated TED-Ed Lesson under the title “How we can detect pretty much 
anything” was prepared by Hélène Morlon (CNRS and TED Fellow since 2016) 
and Anna Papadopoulou (UCY) in collaboration with the TED platform. 
The video is accessible through: 

- TED Platform: https://ed.ted.com/lessons/how-we-can-detect-pretty-much-
anything-helene-morlon-and-anna-papadopoulou  

- YouTube: https://www.youtube.com/watch?v=bdwU_ZPk1cY 
 
 

 
 
 
The 6-minute video was published on 24 August 2021 and by the end of 
February 2022 it hit +295K views and 10K likes. Through the TED-Ed platform the 
video had 1,156 questions answered.  
The video although narrated in English, it now includes subtitles in 18 languages. 
These are Arabic, Chinese (China and Taiwan), English, French, German, Greek, 
Hebrew, Indonesian, Italian, Japanese, Korean, Portuguese (Brazil and Portugal), 
Russian, Spanish and Turkish. 
 
Deliverable related to this activity: D5.2 – TED-Ed lesson 
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Task 5.2: Seminars to biodiversity stakeholders in Cyprus 
 
Date: 16 February 2022 
Presenter: Dr. Anna Papadopoulou 
Participating stakeholders: Twenty-one members of the Unit for Education for the 
Environment and Sustainable Development (EESD) of the Cyprus Pedagogical 
Institute (Ministry of Education, Culture, Sport and Youth). 
Content: This seminar was organised by Dr. Anna Papadopoulou (UCY) in close 
collaboration with the Unit for Education for the Environment and Sustainable 
Development (EESD) of the Cyprus Pedagogical Institute (Ministry of Education, 
Culture, Sport and Youth) and was offered to the entire team of educators, who are 
responsible for designing and implementing environmental education programs 
in Cyprus, both for primary and secondary schools. The objectives of this seminar 
were to: (a) explain to the educators all the main concepts involved in the use of 
genomic approaches for monitoring biodiversity and enable them to teach the 
concepts correctly (b) convince the educators for the need to promote awareness 
of the “hidden biodiversity” and its crucial role in ecosystem function (c) present to 
the educators all the dissemination materials produced by iBioGen (see Part B and 
deliverables D5.2 and D5.4) and promote their use across all the primary and 
secondary schools of Cyprus and across the seven Environmental Education 
Centres managed by the Unit (d) discuss with the educators possibilities for further 
collaboration beyond the end of the project. Dr. Anna Papadopoulou gave a 50-
minute seminar, which was followed by an approximately 40-minute discussion. 
The educators showed great interest in the presented concepts and 
methodologies and asked several insightful questions. They also appeared very 
enthusiastic about the dissemination materials and the educational programs 
produced by iBioGen (see part B and deliverables D5.2 and D5.4) and very keen 
to promote them across the schools and environmental centres during the current 
and upcoming academic years. Furthermore, they suggested that once the 
restrictions related to the Covid-19 pandemic are relaxed, they would like to bring 
some groups of students to UCY to watch how the researchers work in the 
laboratory. The meeting concluded with a mutual agreement to continue the 
collaboration between the UCY researchers and the Unit for Education for the 
Environment and Sustainable Development beyond the end of the iBioGen 
project. 
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Left: Dr. Anna Papadopoulou (UCY) explaining how the procedure of DNA barcoding can be 

taught to school kids, during the seminar on environmental education. Right: Dr. Anna 
Papadopoulou presenting the four educational programs created by iBioGen for primary and 

secondary schools. 
 
Date: 25 February 2022 
Presenter: Dr. Anna Papadopoulou 
Other participating UCY members: Prof. Spyros Sfenthourakis, Dr. Emmanouela 
Karameta, Mr. Emmanouil Meramveliotakis, Mr. Toumazis Toumazi 
Participating stakeholders: Representatives from: the Department of 
Environment (Ministry of Agriculture, Rural Development and Environment), The 
Cyprus Conservation Foundation (Terra Cypria), the KES Research Centre (KES 
College), Nature Conservation Unit (Frederick University), Cyprus University of 
Technology, Cyprus Marine and Maritime Institute, I.A.CO. Environmental & Water 
Consultants Ltd,  the Unit for Education for the Environment and Sustainable 
Development (Ministry of Education, Culture, Sport and Youth). 
Content: This seminar was entitled “How genomics can help in the better 
understanding and management of the biodiversity of Cyprus? First steps and 
perspectives for the future” and the main objectives were to: (a) present the overall 
results and outputs of the iBioGen project to the biodiversity stakeholders of 
Cyprus (b) discuss with them the perspectives for integration of genomics in 
biodiversity monitoring and management in Cyprus (c) explain to them the 
possibilities opened through the participation of UCY in the international initiatives 
of BIOSCAN Europe and ERGA (d) promote the need for  a better coordination at 
national level with the aim to set priorities and create a “Cyprus - Barcode of life” 
initiative. Dr. Anna Papadopoulou gave a 45-minute seminar, which was followed 
by an approximately 45-minute discussion. The participating stakeholders 
expressed a great interest in the results and outputs of the iBioGen project and 
their potential applications in biomonitoring. They agreed on the need to create a 
“Cyprus – Barcode of life” initiative, which will promote the sequencing of Cyprus’ 
native and endemic taxa and they discussed ways of how to further engage the 
Ministry of Agriculture, Rural Development and Environment as well as the relevant 
NGOs in this initiative. The seminar concluded with the promise to keep in contact 



 
H2020-WIDESPREAD-2016-2017/810729 
  Deliverable 1.3 

 

 21 

and organize another meeting with the same participants and additional 
stakeholders, when the covid-related restrictions will be relaxed. 
 
Deliverable related to this activity: D5.3 – Report on seminars to stakeholders 
and exhibitions 
 
 
 
 
 
 
 
 
 
 

Left: Invitation sent to stakeholders for the seminar entitled “How genomics can help in the better 
understanding and management of the biodiversity of Cyprus? First steps and perspectives for the 
future”. Right: Dr. Anna Papadopoulou presenting the results on the soil biodiversity of the Cyprus 
forests based on DNA metabarcoding, which is the first application of this methodology in Cyprus 

and a major output of the iBioGen project (Noguerales et al., 2021; see D2.4). 
 

Task 5.3: Educational programs and exhibits at Environmental 
Centres  
 
Period: September 2021 – February 2022 
Locations: Akrotiri Environmental Education Centre, Athalassa Environmental 
Education Centre, Pedoulas Environmental Education Centre, Cape Greco 
Environmental Education Centre 
Content: The UCY team worked in close collaboration with the members of the 
Unit for Education for the Environment and Sustainable Development to design 
and implement four educational programs for primary and secondary school kids, 
each of them focusing on a different aspect of the iBioGen project that was 
considered relevant and suitable for those age groups: (1) a program on DNA 
barcoding and its use for recording plant-pollinator associations at the Akrotiri 
Environmental Education Centre (2) a program on environmental DNA and on the 
role of dung beetles as “environmental DNA samplers” at the Athalassa 
Environmental Education Centre (3) a program on hidden biodiversity with a 
specific focus on the soil biodiversity of Cyprus forests at the Pedoulas 
Environmental Education Centre and (4) a program on the use of DNA for 

Σας προσκαλούμε στο διαδικτυακό σεμινάριο:

«Πώς η γονιδιωματική μπορεί να βοηθήσει στην 
καλύτερη κατανόηση και διαχείριση της 

βιοποικιλότητας της Κύπρου; Πρώτα βήματα και 
προοπτικές για το μέλλον»

Παρασκευή 25 Φεβρουαρίου 2022, 16:00-17:30

Θα χαρούμε να μοιραστούμε μαζί σας τα 
αποτελέσματα του ευρωπαϊκού έργου iBioGen

«Twinning for European excellence in Island 
Biodiversity Genomics» και να συζητήσουμε 

προοπτικές συντονισμού

Μέσω zoom, σύνδεσμος για προεγγραφή: 
https://ucy.zoom.us/meeting/register/tJ0qdeugrjkuHNNLPKtNlOR5FLr1jogA2sG4

The iBioGen project has received funding from the European Union’s Horizon 2020 research and 
innovation programme under grant agreement No 810729 www.ibiogen.eu
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reconstructing the Tree-of-Life at the Cape Greco Evnironmental Education Centre. 
These educational programs have been designed, fully implemented and included 
in the official curriculum of the respective Environmental Education Centres, as 
approved by the Ministry of Education, since September 2021. All necessary 
materials and training for the implementation of those projects have been 
provided to the Centres by UCY. Additionally, the educational video of iBioGen 
(see D5.4) and the iBioGen brochure have been distributed to the Centres to be 
used as educational material for all the visiting schools, and as information material 
for tourists and the general public. Finally, a permanent museum exhibit/game on 
the use of DNA barcoding for distinguishing closely related plant species has been 
created and installed at the Akrotiri Environmental Education Centre.  
 
Deliverable related to this activity: D5.3 – Report on seminars to stakeholders 
and exhibitions 
 
 

 
 

Left: A simplified Tree-of-Life poster 2.6 x 2.4 m (WxH), placed on the wall of the main teaching 
room of the Cape Greco Environmental Education Centre. Right: The permanent exhibit installed 

at the Akrotiri Environmental Education Centre. 

Task 5.3: Participation in the Researcher’s Night 2020 
 
Date: 27 November 2020 
Location: online due to the Covid-19 pandemic 
Participating UCY members: Dr. Anna Papadopoulou, Ms. Loudmila Jelinscaia 
Lagou, Mr. Emmanouil Meramveliotakis 
Content: The UCY team participated in the Cyprus Researcher’s Night 2020 event 
organized by the Cyprus Research and Innovation Foundation (RIF). The UCY 
researchers prepared a digital booth entitled “The hidden heroes of our planet”. 
Through the digital booth they distributed the iBioGen brochure, as well as 
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additional educational material explaining the concept of hidden biodiversity and 
the use of DNA barcoding, and providing several examples of “hidden heroes” 
from the biodiversity of Cyprus. The UCY researchers remained online during the 
entire day and received visitors of all ages, who asked questions and interacted 
with the researchers by chat or video call. Based on the statistics provided by the 
RIF, the iBioGen booth received 145 total visits (and 90 unique visits). 
 
 

  
 
 Left: The digital booth of the iBioGen project at the Cyprus Researcher’s Night 2020 event.  Right: 
A picture included in the educational material provided through the both, explaining the different 

ecological roles of the “hidden heroes” in the ecosystems. 
 
  
  
 
 

Task 5.3: Video on biodiversity genomics for students 
 
The educational video entitled “Hidden heroes: decoding the biodiversity of 
Cyprus” was published on the University of Cyprus’s YouTube channel and on 
social media in August 2021. It has been also distributed to the Environmental 
Education Centres (see D5.3) and to the Ministry of Education. 
 

- YouTube: https://youtu.be/fIUD5PoT87M, 761 views 
- Facebook: 

https://www.facebook.com/ibiogen.eu/videos/209102014530695/, 5.9K 
views 

 
Deliverable related to this activity: D5.4 – iBioGen video 



 
H2020-WIDESPREAD-2016-2017/810729 
  Deliverable 1.3 

 

 24 

 
 

Video: Towards global integration of metabarcode data 
 
A professional video has been created promoting the need for protocol 
harmonization in biodiversity genomics and demonstrating the harmonized series 
of protocols for metabarcoding data. The target audience is the scientific 
community, including researchers, practitioners and students who apply DNA 
metabarcoding for biodiversity assessment and monitoring. The video has been 
published on the website of iBioGen  and will be more widely publicized once the 
respective manuscript (D3.2) is accepted for publication in the scientific journal 
Gigascience. https://www.ibiogen.eu/dissemination.html. 
 
Deliverable related to this activity: D3.3 – protocol video 
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Brochure 
 
The iBioGen brochure has been distributed to the Environmental Education 
Centres of Akrotiri, Athalssa, Cape Greco and Pedoulas (1,500 copies for each 
Centre in Greek and English) to be used as both educational and information 
material for the visitors. An online version of the brochure can be downloaded from 
the iBioGen website: 
https://www.ibiogen.eu/uploads/1/2/2/4/122419442/ibg_brochure_en_web.pdf 
 

 
 
 
 
 
 
 
 
 

 The two sides of the trifold brochure of iBioGen, which is distributed through the Environmental 
Education Centres as educational and information material. 

Scientific publications 
 
Published papers: 
 
Noguerales, V., Meramveliotakis, E., Castro-Insua, A., Andújar, C., Arribas, P., Creedy, T.J., 
Overcast, I., Morlon, H., Emerson, B.C., Vogler, A.P. and Papadopoulou, A., 2021. Community 
metabarcoding reveals the relative role of environmental filtering and spatial processes in 
metacommunity dynamics of soil microarthropods across a mosaic of montane forests. Molecular 
ecology. https://doi.org/10.1111/mec.16275 
 
Creedy, T.J., Andujar, C., Meramveliotakis, E., Noguerales, V., Overcast, I., Papadopoulou, 
A., Morlon, H., Vogler, A.P., Emerson, B.C. and Arribas, P., 2021. Coming of age for COI 
metabarcoding of whole organism community DNA: towards bioinformatic 
harmonisation. Molecular Ecology Resources. https://doi.org/10.1111/1755-0998.13502 
 
Arribas, P., Andújar, C., Bidartondo, M.I., Bohmann, K., Coissac, É., Creer, S., Dewaard, J.R., 
Elbrecht, V., Ficetola, G.F., Goberna, M. Krehenwinkel, H, Leese, F, Novotny, V,  Ronquist, R, Yu, D, 
Zinger, L, Creedy, TJ, Meramveliotakis, E, Noguerales, V, Overcast, I, Morlon, H, Vogler, AP, 
Papadopoulou, A and BC Emerson 2021. Connecting high-throughput biodiversity inventories: 
Opportunities for a site-based genomic framework for global integration and synthesis. Molecular 
ecology, 30(5), pp.1120-1135. 
 



 
H2020-WIDESPREAD-2016-2017/810729 
  Deliverable 1.3 

 

 26 

Andújar, C., Creedy, T.J., Arribas, P., López, H., Salces-Castellano, A., Pérez-Delgado, A., Vogler, 
A.P. and B.C. Emerson (2021). Validated removal of nuclear pseudogenes and sequencing 
artefacts from mitochondrial metabarcode data. Molecular Ecology Resources, 21(6), 1772-1787. 
 
Manuscripts in review: 
 
Fujisawa, T., Noguerales, V., Meramveliotakis, E., Papadopoulou, A. and Vogler, A.P., 2021. 
Image-based taxonomic classification of bulk biodiversity samples using deep learning and domain 
adaptation. bioRxiv. https://doi.org/10.1101/2021.12.22.473797 
 
Overcast, I., Achaz, G., Aguilée, R., Andújar, C., Arribas, P., Creedy, T.J., Economo, E.P., Etienne, 
R.S., Gillespie, R., Jacquet, C., Jay, F., Kennedy, S., Krehenwinkel, H., Lambert, A., Meramveliotakis, 
E., Noguerales, V., Perez-Lamarque, B., Roderick, G., Rogers, H., Ruffley, M., Sanmartin, I., Vogler, 
A.P., Papadopoulou, A., Emerson, B.C. and Morlon H. Toward a Genetic Theory of Island 
Biogeography: Inferring Processes from Multi-Dimensional Community-Scale Data. 
 
Arribas, P.,  Andújar, C., Bohmann, K.,  deWaard, J.R., Economo, E.P., Elbrecht, V., Geisen, S., 
Goberna, M., Krehenwinkel, H., Novotny, V., Zinger, L., Creedy, T.J., Meramveliotakis, E., 
Noguerales, V., Overcast, I., Morlon, H., Papadopoulou, A., Vogler, A.P. and Emerson B.C. 
Toward global integration of biodiversity big data: a harmonised metabarcode data generation 
module for terrestrial arthropods. 
 
Manuscripts in preparation: 
 
Overcast, I., Noguerales, V., Meramveliotakis, E., Andújar, C., Arribas, P., Creedy, T.J., 
Emerson, B.C., Vogler, A.P., Papadopoulou, A., and Morlon H. iBioGen: Inferring the ecological 
and evolutionary determinants of community genetic diversity. 
 
Emerson, B.C., Borges, P.A.V., Cardoso, P., Convey, P., deWaard, J.R., Economo, E.P., Gillespie, R.,  
Kennedy, S., Krehenwinkel, H., Meier, R., Roderick, G., Strasberg, D., Thebaud, C., Traveset, A., 
Creedy, T.J., Meramveliotakis, E., Noguerales, V., Overcast, I., Morlon, H., Papadopoulou, A., 
Vogler, A.P., Arribas A. and Andújar, C. Collective and harmonised high throughput barcoding 
of insular arthropod biodiversity: toward a Genomic Observatories network for islands. 
 


