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Why Biodiversity Genomics?
• Genomic technologies have enormous potential for

characterising the numerically and functionally dominant
island communities of small-bodied organisms whose study is
complicated by their huge diversity, poor taxonomy and
cryptic lifestyles.

• The analysis of island communities under the framework of
biodiversity genomics allows to integrate insights from
ecological and evolutionary theory, towards a better
understanding of island biodiversity dynamics across space
and time.

• Such a synthesis of biodiversity genomics requires a better
coordination among empirical biologists, bioinformaticians
and theoreticians towards a methodological unification,
which will facilitate comparisons among genomic datasets
from different island systems.

Here, we present iBioGen, an EU-funded consortium bringing
together experts in genomic technologies, island biodiversity
and theoretical modelling research with the next main goals:
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Ongoing activities...
SYMPOSIUM – La Réunion Conference (8th July 2019)

“Synthesizing island biodiversity theory for community-wide genetic data”
Speakers: Rosemary Gillespie, Hélène Morlon, Carmelo Andújar, Isaac Overcast and Benoît Perez-Lamarque

Unifying our understanding of micro-evolutionary, macroevolutionary and macroecological processes on islands from community-
wide genetic data requires developing a theoretical synthesis. The symposium will feature the state-of-the-art in terms of theories and
models well-suited to such a synthesis, as well as challenges in adapting these models to the analysis of metagenetic data.

WORKSHOP – Nicosia, Cyprus (4-8th October 2019)

“Analysis of metagenetic data for macroecology”
Instructors: Alfried P. Vogler, Carola Gómez-Rodríguez and Thomas J. Creedy

The course will teach procedures for the bioinformatic processing of community metabarcoding and mitochondrial genomics data, for
information on species composition and phylogenetic history of complex samples. Statistical analysis will then be applied for studying
patterns of diversity distribution at various hierarchical levels. The course is unique in that it takes students from the basics of
bioinformatics and data handling to advanced topics in the use of large-scale DNA data in evolutionary and ecological analysis.

SYMPOSIUM – Nicosia, Cyprus (11-13th November 2019)

“Genomic-based biodiversity measurement: toward a unified protocol for global monitoring”
Speakers: Vojtech Novotny, Fredrik Ronquist, Douglas Yu, Simon Creer, Eric Coissac, Kristine Bohmann, Lucie Zinger, Florian
Leese, Henrik Krehenwinkel, Carmelo Andújar, Marta Goberna, Jeremy de Waard, Martin Bidartondo and Gentile Ficetola

The symposium will bring together expertise that spans challenging taxonomic groups and novel genomic-based approaches
for biodiversity measurement. The focus will be the design of a modular-based protocol package covering sample design,
sample collection, and sample processing across relevant different environments and taxonomic groups.

Check the iBioGen
website for  more info 
and upcoming events 

Check the metagenecol.eu
website for  more info
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In particular, within Objective 2 we aim to:

• promote protocol unification and efficient integration of
ecological field survey methodologies and genomic
pipelines,

• establish a network of Genomic Observatories for long-
term monitoring of European island biodiversity, and

• enhance a methodological and theoretical
synthesis of biodiversity genomics, with a special
focus on island biodiversity theory.


